
Symbol Function Related to Cancer Gene Name Probe Set

PRKCI protects human leukemia cells against drug-induced apoptosis protein kinase C, iota [16] 1603 g at

PRKCI protects human leukemia cells against drug-induced apoptosis protein kinase C, iota [16] 41579 s a

overexpression in human CO; may playing a key role in the

ADAM17 development of Human LI; lower mRNA expression associated ADAM metallopeptidase 41601 at

(CO) with the better 17 [4, 7]

BNIP3 anti-apoptosis BCL2/adenovirus E1B 19kDa 38010 at

interacting protein 3

CCNG1 overexpression in LM; in mice, the inhibition of the gene cyclin G1 [11, 2] 1920 s at

(LM/LI) can reduce LI growth

CLDN3 overexpressed in CM, used as a biomarker to separate CM claudin 3 [3] 33904 at

(CM) from other tumor samples

CYP2J2 promotes the neoplastic phenotype of carcinoma cells; cytochrome P450, family 2 500 at

(HT) up-regulated in HT subfamily J, polypeptide 2 [12]

ECGF1 angiogenesis and cell growth endothelial cell growth 36879 at

factor 1

FXR1 apoptosis fragile X mental retardation, 38405 at

autosomal homolog 1

GATA3 BR prognostic marker by global gene expression meta-; GATA binding protein 3 40511 at

(BR/PA/LA) analysis aberrant expression in human PA and LC [15, 10, 23]

androgen-regulated gene required for prostate cancer growth;

GREB1 a critical regulator for the growth of hormone dependent BR; GREB1 protein 38875 r at

(BR/PA) a predictor for the outcome of the endocrine treatement as [20, 21]

well as a potential therapeutic target of BR

a potential prognostic marker in human LI; its expression

related to clinical pathological characteristics and prognosis;

HMGA1 an architectural transcription factor and a putative high mobility group AT- 1 39704 s at

(LI/HN/HT) protoncogene; deregulated expression has been shown in most hook 1 [5, 9]

human cancers; a novel MYCN target gene relevant for HN

HPN(PR) predictor to separate PR and normal samples hepsin [22] 37639 at

ITGA6 overexpressed in CM, used as a biomarker to separate CM integrin, alpha 6 33410 at

(CM) from other tumor samples [3]

KDR angiogenesis and cell differentiation kinase insert domain receptor 1954 at

KRT7 deregulated expression was detected by real-time quantitative keratin 7 [17] 41294 at

(OV) polymerase chain reaction (PCR) in OV

deregulated expression was detected by real-time quantitative

KRT19 PCR analysis in OV; expression in TC compared to normal keratin 19 40899 at

(OV/TC) thyroid; useful for the differential diagnosis of thyroid [17, 19]

tumors with immunohistochemistry

NEO1 down-regulated in PR by real time quantitative reverse neogenin homolog 1 33169 at

(PR) transcriptase-PCR [14]

ErbB2 is epidermal growth factor receptor, its overexpression phosphatidic acid

PPAP2A in breast cancers may be accompanied by contrasting clinical phosphatase type 2A 34797 at

(BR) outcomes, while ErbB2 specifically activated PPAP2. [1]

RPSA underexpressed in AL; ribosomal protein-encoding genes are ribosomal protein SA 256 s at

(AL) correlated with poor outcome in medulloblastoma [8, 18]

a direct target of tumor protein p63, which specifically

upregulates VDR by directly binding to VDR promoter;

vitamin D levels may influence breast cancer development vitamin D receptor 1388 g at

VDR and VDR is a crucial mediator for the cellular effects of [13, 6]

(HT) vitamin D; VDR interacts with other cell-signaling

pathways that influence cancer development; a mediator of

breast cancer risk and could be a target for cancer

prevention efforts

PDZRN3 protein ubiquitination PDZ domain containing 33240 at

RING finger 3

SLC5A6 Ion/sodium transport solute carrier family 5, 35256 at

member 6

329 s at

Table 1: Common Genes description in CGS methods. Abbreviations: AL, large-cell anaplastic lymphoma; BR, breast; CM,

Colon metastases; CO, colorectal; HN, human neuroblastoma; HT, human tumor; LC, lung cancer; LI, liver; LM, leiomyoma;

OV, ovary; PA, pancreas; PR, prostate; TC, thyroid carcinoma;
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